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effects of RAD17 deletion (Wang et 
al.), 965-970 
Mrcl as target at replication fork (Os- 
born and Elledge}, 1755-1767 
regulation of mutagenic translesion 
synthesis (Kai and Wang), 64-76 
requirement for cdk activity during 
spindle assembly (D’Angiolella 
et al.), 2520-2525 
role of 
ATR (Brown and Baltimore), 615- 
628 
SCF® FRCP in Chkl-mediated degra- 
dation of Cdc25A (Jin et al.), 
3062-3074 
Chemotaxis 
role of GPR105 in hematopoiesis (Lee 
et al.), 1592-1604 
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Chip 
role of Osa in enhancer—promoter 
communication (Heitzler et al.), 
591-596 
CHK] 
regulation of ribonucleotide reductase 
{Liu et al.), 1130-1140 
role of 
ATR and ATM in regulation (Brown 
and Baltimore), 615-628 
SCF®TRCP in degradation of Cdc25A 
(Jin et al.), 3062-3074 
CHK2 
role of ATR and ATM in regulation 
(Brown and Baltimore), 615-628 
Chondrogenesis 
role of $1 integrin (Aszodi et all.), 
2465-2479 
Chordin 
role in neural induction (Massagué) 
2993-2997 Perspective; (Pera et 
al.), 3923-3028 
Chromatin 
higher-order structure of MMTV pro- 
moters (Georgel et al.), 
1617-1629 
human c-Myc genomic targets (Fern- 
andez et al.), 1115-1129 
inheritance of Polycomb-dependent 
chromosomal interactions (Ban- 
tignies et al.), 2406-2420 
interaction of FACT and GAGA factor 
(Shimojima et al.), 1605-1616 
Polycomb binding to methylated H3 
Lys 27 (Min et al.), 1823-1828 
recruitment of SWI/SNF to hsp70 in 
vivo (Corey et al.), 1392-1401 
rescue of histone acetylation defects in 
Drosophila polyglutamine dis- 
ease model (Taylor et al.), 1463- 
1468 
role of 
E(Pc) in acetylation (Boudreault et 
al.), 1415-1428 
Osa in enhancer-promoter communi- 
cation (Heitzler et al.), 591-596 
promoter structure in phosphoryla- 
tion of histone H3 (Labrador and 
Corces), 43-48 
RENT complex in rDNA silencing 
(Huang and Moazed), 2162- 
2176 
TLK in assembly (Carrera et al.) 
2578-2590 
transcription factors in RNR3 pro- 
moter remodeling (Sharma et 
al.), 502-515 
stable inheritance of telomere struc- 
ture (Sadaie et al.), 2271-2282 
transcriptional regulation through his- 
tone ubiquitination and deubiq- 
uitination (Zhang), 2733-2740 
Perspective 
Chromodomain 
Polycomb binding to methylated H3 
Lys 27 (Min et al.), 1823-1828 


, 
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Chromosomal instability 
effects of telomerase gene disruption 
(Chang et al.}, 88-100 
Chromosome 22, human 
microarray analysis of gene expression 
(Rinn et al.), 529-540 
Chromosome 
integrity 
role of replication and transcription 
factors (Huang and Koshland}, 
1741-1754 
pairing 
inheritance of Polycomb-dependent 
interactions (Bantignies et al.), 
2406-2420 
segregation 
kinetochore assembly from multiple 
subcomplexes (De Wulf et al.), 
2902-2921 
role of 
Ime2 during meiosis (Benjamin et 
al.), 1524-1539 
LIN-5 and GPR proteins in spindle 
function (Srinivasan et al.}, 
1225-1239 
mSds3 in heterochromatin for- 
mation (David et al.), 2396- 
2405 
Ndc80 in kinetochore assembly 
(McCleland et al.), 101-114 
stability 
downstream effects of meiotic 
double-strand breaks (Storlazzi 
et al.), 2675-2687 
ch-TOG 
role in spindle pole organization in hu- 
man cells (Gergely et al.), 336- 
341 
CIAP1 
inhibition during p53-dependent apo- 
ptosis (Jin et al.), 359-367 
Cilia 
role in left-right axis specification 
(Tabin and Vogan), 1-6 Perspec- 
tive 
Circadian rhythms 
dimerization of CLOCK and BMALI 
{(Kondratov et al.}, 1921-1932 
effect of mPerl and mCry2 double mu- 
tation in aging mice (Oster et 
al.), 1366-1379 
regulation by SRRI1 in Arabidopsis 
(Staiger et al.), 256-268 
Claspin 
Mrcl as checkpoint target at replica- 
tion fork (Osborn and Elledge), 
1755-1767 
CLB cluster 
role of NddIp in activation (Reynolds 
et al.), 1789-1802 
CLOCK 
dimerization with BMAL] (Kondratov 
et al.), 1921-1932 
ClpXP 
recognition of LexA fragments (Neher 
et al.), 1084-1089 


COG-1 
role in C. elegans chemosensory neu- 
ron patterning (Chang et al.), 
2123-2137 
Cold signaling 
role of ICE1l in Arabidopsis (Chin- 
nusamy et al.), 1043-1054 
Colomba 
role of JNK in optic fissure closure 
(Weston et al.}, 1271-1280 
Cop9 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
Corepressors 
effects of tob deletion in mice 
(Yoshida et al.), 1201-1206 
Costal2 
interaction with Smo (Jia et al.}, 2709- 
2720 
CPEB 
phosphorylation during meiosis (Tay 
et al.), 1457-1462 
role in dendritic mRNA transport 
(Huang et al.), 638-653 
CREB 
promotion of pancreatic f cell survival 
(Jhala et al.), 1575-1580 
CREB-binding protein 
rescue of defects in Drosophila poly- 
glutamine disease model (Tay- 
lor et al.), 1463-1468 
Cricket paralysis virus IRES 
ribosome assembly and _ translation 
elongation (Pestova and Hellen), 
181-186 
Cripto 
binding of nodal inhibitor TMEFF1 
(Harms and Chang), 2624-2629 
Cry proteins 
interaction with Per genes to regulate 
circadian clock (Oster et al.}, 
1366-1379 
CSF 
See Cytostatic factor 
C-signal 
role in Myxococcus xanthus develop- 
mental responses (Lobedanz and 
Sogaard-Andersen), 2151-2161 
Csnl 
role in Spdl degradation (Liu et al.), 
1130-1140 
Csn2 
role in Spdl degradation (Liu et al.), 
1130-1140 
CTCF 
propagation of imprinted states (Pant 
et al.}, 586-590 
Ctkl 
regulation of histone methylation 
(Xiao et al.), 654-663 
Cullin 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
Cut 
transcriptional activation by Lozenge 
(Canon and Banerjee), 838-843 





Cut12 
role in mitotic commitment (Maclver 
et al.), 1507-1523 
Cyclic AMP 
promotion of pancreatic £6 cell survival 
({Jhala et al.), 1575-1580 
Cyclin 
B 
regulation by PNG kinase (Lee et 
al.), 2979-299] 
D1 
effects of tob deletion in mice 
(Yoshida et al.}, 1201-1206 
Fl 
binding by PIE-1 (Zhang et al.), 748 
758 
Cyclin-dependent kinase 
inability to reverse dE2F2-mediated re- 
pression (Frolov et al.), 723-728 
inhibition of Cdk9 activity by PIE-1 
(Zhang et al.), 748-758 
requirement for spindle checkpoint 
(D’Angiolella et al.), 2520-2525 
role of Cde28 during meiosis (Benja- 
min et al.), 1524-1539 
CYP7AI1 
regulation by FGF-19 (Holt et all.}, 
1581-1591 
Cytochrome c 
as direct target of c-MYC (Morrish et 
al.), 240-255 
Cytokinesis 
components of plant MAPK cascade 
(Soyano et al.), 1055-1067 
Cytoskeleton 
role of merlin in cell-cell contact (Lal- 
lemande et al.), 1090-1100 
Cytostatic factor 
metaphase arrest in vertebrate eggs 
(Tunquist and Maller), 683-710 
Review 


D 


DAF-2 
role of daf-28 in signaling (Li et al.), 
844-858 
daf-28 
role in DAF-2 signaling pathway (Li et 
al.), 844-858 
Ddbl 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
Death domain kinase 
role of RIP in NF-«B activation (Hur et 
al.), 873-882 
Dendrites 
role of CPEB in mRNA transport 
(Huang et al.), 638-653 
Development , craniofacial 
role of Fgfr1 in branchial arch develop- 
ment (Trokovic et al.), 141-153 
Dicer 
RNA-directed DNA methylation path- 
way in Arabidopsis (Melquist 
and Bender), 2036-2047 


role in RNA silencing in plants (Tang 
et al.), 49-63 
Dickkopf1 
role 
of Wnt signaling in intestinal ho- 
meostasis (Pinto et al.), 1709- 
1713 
in mammalian head induction ‘del 
Barco Barrantes et al.), 2239- 
2244 
DiGeorge syndrome 
role of Fox proteins in Shh regulation 
of Tbx1 (Yamagishi et al.}, 269- 
281 
DinB 
regulation by checkpoint activation 
(Kai and Wang}, 64-76 
Disabled 
regulation of EGL-17/FGF export (Ka- 
mikura and Cooper), 2798-2811 
Dishevelled 
regulation by role PKCy (Kinoshita et 
al.), 1663-1676 
Dill 
regulation of Nodal expression (Krebs 
et al.), 1207-1212; (Raya et al.), 
1213-1218 
dMST 
role as tumor suppressor {Jia et al.), 
2514-2519 
DNA 
binding 
role in nuclear accumulation of 
Statl (Meyer et al.), 1992-2005 
structure and function of I-Anil 
(Belfort), 2860-2863 Perspec- 
tive; (Bolduc et al.), 2875- 
2888 
damage 
down-regulation of MCL-1 (Cu- 
conati et al.), 2922-2932 
genomic instability caused by dele- 
tion of RAD17 (Wang et al.}, 
965-970 
Mrcl as checkpoint target at replica- 
tion fork (Osborn and Elledge), 
755-1767 
repair of thymine dimer by human 
excision nuclease (Reardon and 
Sancar), 2539-2551 
results of BRCA2 deficiency (Lo- 
monosov et al.), 3017-3022 
role of 
Noxa in p53-mediated apoptosis 
(Shibue et al.), 2233-2238 
RIP in NF-«B activation (Hur et 
al.), 873-882 
stabilization of XPC (Ng et al.), 
1630-1645 
Tell binding to double-strand 
breaks (Nakada et al.), 1957- 
1962 
methylation 
independence of asynchronous repli- 
cation at imprinted loci (Grib- 
nau et al.), 759-773 


RNA-directed pathway in Arabidop- 
sis (Melquist and Bender), 2036- 
2047 
role of CTCF in imprinting (Pant et 
al.), 586-590 
mismatch repair 
defects in Exonuclease 1-deficient 
mice (Wei et al.), 603-614 
polymerase 
K 
mechanism of mispaired termini 
extension (Wolfle et al.), 2191- 
2199 


role in thymine glycol replication 
bypass (Johnson et al.}, 77-87 
repair 
effects of Fancd2 disruption in mice 
(Houghtaling et al.}, 2021-2035 
function of Ku (Bertuch and Lund- 
blad), 2347-2350 Perspective; 
(Stellwagen et al.), 2384-2395 
identification mutator genes in C 
elegans (Pothof et al.), 443-448 
recognition of thymine dimer by hu- 
man excision nuclease (Reardon 
and Sancar), 2539-2551 
role of Fanconi Anemia pathway 
(D’Andrea), 1933-1936 Perspec- 
tive 
ribosomal 
role of 
RENT complex in gene silencing 
(Huang and Moazed), 2162 
2176 
replication fork collision (Takeu- 
chi et al.), 1497-1506 
Dosage compensation 
local MSL spreading on Drosophila X 
chromosome (Oh et al.), 1334- 
339 
Dpbl1 
role in budding yeast DNA replication 
(Takayama et al.), 1153-1165 
Drosophila 
alternative trans-splicing of lola 
(Horiuchi et al.}, 2496-2501 
boundary element pairing through pro- 
tein-protein interactions (Blan- 
ton et al.), 664-675 
cell cycle regulation by PNG kinase 
(Lee et al.), 2979-2991 
chromatin profiling of Max network 
proteins (Orian et al.), 1101- 
1114 
crystal structure of Brain Tumor-—Pu- 
milio complex (Edwards et al.), 
2508-2513 
dE2F2-mediated repression (Frolov et 
al.), 723-728 


hsp70 __promoter-proximal 
caused by NELF and DSIF (Wu 
et al.), 1402-1414 

inheritance of Polycomb-dependent 
chromosomal interactions (Ban- 
tignies et al.), 2406-2420 


pausing 
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interaction of FACT and GAGA factor 
(Shimojima et al.), 1605-1616 
local MSL spreading on X chromo- 
some (Oh et al.), 1334-1339 
RB/E2F control of transcription (Di- 
mova et al.}, 2308-2320 
regulation of 
developmentally coexpressed genes 
(Greil et al.), 2825-2838 
insulin signaling by FOXO in Dro- 
sophila (Puig et al.), 2006-2020 
Smo (Zhu et al.), 1240-1252 
rescue of histone acetylation defects in 
polyglutamine disease model 
{Taylor et al.), 1463-1468 
role of 
awd in tracheal development (Dam- 
mai et al.), 2812-2824 
cell-matrix interactions in germ- 
band retraction (Schéck and 
Perrimon), 597-602 
dMST as tumor suppressor (Jia et 
al.), 2514-2519 
NO in innate immunity (Foley and 
O'Farrell), 115-125 
Osa in enhancer-promoter commu- 
nication (Heitzler et al.), 591- 
596 
Senseless in sensory organ precursor 
selection (Jafar-Nejad et al.), 
2966-2978 
TLK in chromatin assembly (Carrera 
et al.), 2578-2590 
Runx protein transcriptional activa- 
tion and repression (Canon and 
Banerjee}, 838-843 


Serrate control of hematopoiesis 
(Lebestky et al.), 348-353 
structure of Mago-Y14 complex (Shi 

and Xu), 971-976 


DSIF 
role in hsp70 promoter-proximal paus- 
ing (Wu et al.), 1402-1414 
D-type cyclins 
effect of tob deletion in mice (Yoshida 
et al.), 1201-1206 
role in hair follicle development (Mill 
et al.), 282-294 


E 


EF 
control of transcription in Drosophila 
(Dimova et al.}, 2308-2320 
dE2F2-mediated repression (Frolov et 
al.) 723-728 
E3 ligase 
function of RAGI (Yurchenko et al.), 
581-585 
EBRI 
species-specific egg sperm bindin re- 
ceptor (Kamei and Glabe), 2502- 
2507 
Ecsit 
role in BMP signaling (Moustakas and 


3154 GENES & DEVELOPMENT 


Heldin), 2855-2859 Perspective; 
(Xiao et al.), 2933-2949 
EGF-CFC proteins 
role in transforming growth factor B 
signaling (Cheng et al.), 31-36 
EGL-17 
regulation of export (Kamikura and 
Cooper), 2798-2811 
elF 
See Eukaryotic translation initiation 
factor 
ELAV 
inhibition of 3'-end processing (Soller 
and White), 2526-2538 
Embryogenesis 
role of 
Ecsit in mesoderm formation 
(Moustakas and Heldin), 2855- 
2859 Perspective; (Xiao et al.), 
2933-2949 
Nodal in mouse organizer pattern- 
ing (Vincent et al.), 1646- 
1662 
PAX3-FKHR (Relaix et al.), 2950- 
2965 
Endonuclease 
function of Slxl-Slx4 (Fricke and 
Brill), 1768-1778 
structure and function of I-Anil (Bel- 
fort), 2860-2863 Perspective; 
(Bolduc et al.), 2875-2888 
Endoplasmic reticulum 
potential role in apoptosis (Adams}, 
2481-2495 Review 
Engrailed-1 
role in AER formation (Soshnikova et 
al.), 1963-1968 
Enhancecsome 
role of STAT3 in assembly (Lerner et 
al.), 2564-2577 
Enhancer of Polycomb 
role in chromatin acetylation in yeast 
(Boudreault et al.), 1415-1428 
Enhancer of split 
regulation of sens expression (Jafar- 
Nejad et al.), 2966-2978 
Enhancer-promoter communication 
role of Osa in enhancer—promoter 
communication (Heitzler et al.), 
591-596 
Epl 
role in chromatin acetylation (Bou- 
dreault et al.), 1415-1428 
Eph receptor 
regulation of C. elegans oocyte matu- 
ration (Miller et al.), 187-200 
Ephrins 
biological roles (Palmer and Klein), 
1429-1450 Review 
role in C. elegans sperm-oocyte sig- 
naling (Kuwabara), 155-161 
Perspective; (Miller et al.), 187- 
200 
Epiblast 
role of ILK in polarization (Sakai et al.}, 
926-940 


Epithelium, intestinal 
role of Wnt signals in homeostasis 
(Pinto et al.), 1709-1713 
ER 
See Endoplasmic reticulum 
Esal 
role in chromatin acetylation (Bou- 
dreault et al.), 1415-1428 
Escherichia coli 
interaction of o and the RNAP a sub- 
unit CTD (Ross et al.), 1293- 
1307 
pausing of o factors at promoter-distal 
locations (Mooney and Land- 
ick), 2839-2851 
small antisense RNA regulation of 
mRNA degradation (Carpousis}, 
2351-2355 Perspective; (Massé)}, 
2374-2383 
Eukaryotic translation initiation factor 
association with 40S ribosome (Val- 
aSek et al.), 786-799 
position of eIF1 on 40S ribosomal sub- 
unit (Lomakin et al.), 2786- 
2797 
regulation of eIF2-« by TOR and 
TAP42 (Cherkasova and Hin- 
nebusch}), 859-872 
role in translational control of SCL 
during hematopoiesis (Calk- 
hoven et al.), 959-964 
EWS-WT1 
induction of LRRC15 (Reynolds et al.), 
2094-2107 
Exonuclease | 
effects of gene deletion in mice (Wei et 
al.), 603-614 
Export, nuclear 
link with translation (Jin et al.), 3075- 
3086 
role of Exportin-5 (Yi et al.), 3011-3018 
Exportin-5 
role in nuclear export of miRNAs and 
shRNAs (Yi et al.), 3011-3018 
Extraembryonic ectoderm 
requirement for SOX2 (Avilion et al.), 
126-140 


F 


FACT 
interaction with GAGA factor (Shimo- 
jima et al.), 1605-1616 
Fancd2 
effects of gene disruption in mice 
(Houghtaling et al.), 2021-2035 
Fanconi Anemia 
molecular link with epithelial cancer 
(D’Andrea), 1933-1936 Perspec- 
tive; (Houghtaling et al.), 2021- 
2035 
Fas 
resistance of BID-deficient myeloid 
precursors BID (Zinkel et al.), 
229-239 





Fat metabolism 
regulation in peripheral nerves (Ver- 
heijen et al.), 2450-2464 
Fertilization 
role of ADAMs_ metalloproteases 
(Seals. and Courtneidge), 7-30 
Review 
Fefrl 
role in branchial arch development 
(Trokovic et al.), 141-153 
FHA domain 
role in interaction of Ndd1p and Fkh2p 
(Reynolds et al.), 1789-1802 
Fibroblast growth factor 
FGF-19 regulation of CYP7A1 (Holt et 
al.), 1581-1591 
modulation by Hipl during lung 
branching (Chuang et al.), 342 
347 
regulation of 
EGL-17 export (Kamikura and Coo- 
per), 2798-2811 
receptor levels by awd (Dammai et 
al.), 2812-2824 
role of 
Fgf8 in AER formation (Soshnikova 
et al.), 1963-1968 
Fgfr1 in branchial arch development 
(Trokovic et al.), 141-153 
signaling pathway integration in neu- 
ral induction (Massagué) 2993 
2997 Perspective; (Pera et al.) 
3923-3028 
Fission yeast 
checkpoint regulation of mutagenic 
translesion synthesis (Kai and 
Wang), 64-76 
Fkh2p 
recruitment of Ndd1lp for CLB cluster 
gene activation (Reynolds et 
al.), 1789-1802 
Flk1 
role in vascular and hematopoietic de- 
velopment (Ema et al.}, 380-393 
Fob] 
role in rDNA silencing (Huang and 
Moazed), 2162-2176 
Forebrain 
role of Six3 in development (Lagutin et 
al.), 368-379 
Forkhead protein 
Fkh2p recruitment of Nddlp for CLB 
cluster gene activation (Rey- 
nolds et al.), 1789-1802 
role of Fox proteins in Shh regulation 
of Tbx1 (Yamagishi et al.}, 269 
281 
Fox proteins 
role in Shh regulation of Tbx1 (Yam- 
agishi et al.), 269-281 
FOXO 
regulation of insulin signaling in Dro- 
sophila (Puig et al.), 2006-2020 
Frizzled 
coactivation of Rac and Rho (Habas et 
al.), 295-309 


role in AER formation (Soshnikova et 
al.), 1963-1968 
Frzb 
role in head muscle formation (Tzahor 
et al.), 3087-3099 
Fused 
interaction with Smo (Jia et al.), 
2720 


2709- 
FXR 
regulation of FGF-19 expression (Holt 
et al.), 1581-1591 


G 


G proteins 
activation by LIN-5 and GPR proteins 
(Srinivasan et al.), 1225-1239 
GAGA factor 
interaction with FACT (Shimojima et 
al.}, 1605-1616 
regulation of Polycomb group com- 
plexes (Mulholland et  al.), 
2741-2746 
Gastrulation 
role of PKCy in Xenopus (Kinoshita et 
al.), 1663-1676 
Wnt/Frizzled coactivation of Rac and 
Rho (Habas et al.), 295-309 
GATA-3 
role in skin cell lineage determination 
{Kaufman et al.), 2108-2122 
GCN2 
negative by TOR (Cherkasova and 
Hinnebusch), 859-872 


GDF1 


role of EGF-CFC proteins as corecep- 
tor (Cheng et al.), 31-36 
Genome stability 


role of replication and transcription 
factors (Huang and Koshland), 
1741-1754 
Germ cells 
defects in Fancd2 disruption in mice 
(Houghtaling et al.), 2021-2035 
Germ-band retraction 
role of cell-matrix interactions in Dro- 
sophila (Schéck and Perrimon), 
597-602 
GHMP kinase 
function of XOL-1 (Luz et al.), 977-990 
GIANT NUCLEI 
interaction with PNG and PLU (Lee et 
al.), 2979-299] 
GINS 
role in budding yeast DNA replication 
(Takayama et al.), 1153-1165 
Gli 
regulation of Myf5 during somite 
maturation (Teboul et al.), 
2870-2874 
Gli2 
control of epidermal cell proliferation 
(Mill et al.), 282-294 
Glioma 
inhibition by p190RhoGAP (Wolf et 
al.), 476-487 


Glucocorticoid receptor 
synergy with STATS in enhanceosome 
assembly (Lerner et al.), 2564 
2577 
Glycoproteins 
virulence gene silencing in Candida 
glabrata (De Las Penas et all.}, 
2245-2258 
Gonadotroph 
TPIT negative regulation of differen- 
tiation (Pulichino et al.) 738 
747 
GPR proteins 
role in spindle function (Srinivasan et 
al.), 1225-1239 
G-protein-coupled receptors 
role of GPR105 in hematopoiesis (Lee 
et al.}, 1592-1604 
GR 
See Glucocorticoid receptor 
Gremlin 
role in head muscle formation (Tzahor 
et al.), 3087-3099 
Groucho 
role in C. elegans chemosensory neu- 
ron patterning (Chang et ai.) 
2123-2137 
Groucho 
role in transcriptional repression by 
Lozenge (Canon and Banerjee 
838-843 
GTPase 
Rheb as TSC2 target (Inoki et al 
1829-1834 
Guanylyltransferase 
role of Thglp in tRNA maturation (Gu 
et al.), 2889-2901 


H 


H1 9 
asynchronous replication (Gribnau et 
al.), 759-773 
role of CTCF in imprinting (Pant et 
al.), 586-590 
Hair follicle 
beta-catenin activation of anagen (Van 
Mater et al.), 1219-1224 
role of 
GATA-3 in development (Kaufman 
et al.), 2108-2122 
Shh activation of Gli2 in develop- 
ment (Mill et al.), 282-294 
HAND proteins 
role in heart development and disease 
(Olson and Schneider), 1937- 
1956 Review 
HCF-1 
association with Sin3 and Setl 
(Wysocka et al.), 896-911 
Heart 
growth during develop and disease (Ol- 
son and Schneider), 1937-1956 
Review 
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Heat shock factor 
redox regulation of HSF1 in response 
to stress (Ahn and Thiele), 516- 
528 
Heat shock genes 
hsp70__promoter-proximal pausing 
caused by NELF and DSIF (Wu 
et al.), 1402-1414 
recruitment of SWI/SNF to hsp70 in 
vivo (Corey et al.), 1392-1401 
Hedgehog 
feedback control by Hip] during lung 
branching (Chuang et al.), 342- 
347 
mechanism of Smo signaling (Jia et 
al.), 2709-2720 
regulation of Smo (Zhu et al.), 1240- 
1252. 
Hemangioblast 
endothelial cell fate determination 
(Kubo and Alitalo), 322-329 Per- 
spective 
role of FIk1 and Tall in development 
(Ema et al.), 380-393 
use in cardiac repair (Olson and 
Schneider), 1937-1956 Review 
Hematopoiesis 
control by Serrate in Drosophila (Leb- 
estky et al.}, 348-353 
regulation by translational control of 
SCL (Calkhoven et al.}, 959-964 
role of 
autocrine estradiol in proplatelet 
formation (Nagata et al.), 2864- 
2869 
Flk1 and Tall (Ema et al.), 380-393 
GPR105 (Lee et al.), 1592-1604 
Hemocytes 
role of NO synthase in response to in- 
fection (Foley and O’Farrell), 
115-125 
Heparan sulphate proteoglycan 
in vivo role of PDGF (Lindblom et al.}, 
1835-1840 
Heterochromatin 
DNA affinity and ORC function (Pala- 
cios DeBeer et al.), 1817- 
1822 
formation and stability (Fahrner and 
Baylin), 1805-1812 Perspective 
H3 methyl-lysine binding by Pc and 
HP1 (Fischle et al.), 1870-1881 
regions of early replication in S. 
pombe (Kim et al.}), 330-335 
regulation of developmentally coex- 
pressed genes (Greil et al.), 
2825-2838 
role of HP1 in heritable gene silencing 
in mammalian cells (Ayya- 
nathan et al.), 1855-1869 
protein | 
H3 methyl-lysine binding (Fischle et 
al.), 1870-1881 
regulation of developmentally coex- 
pressed genes (Greil et al.}, 
2825-2838 
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role in heritable gene silencing in 
mammalian cells (Ayyanathan 
et al.), 1855-1869 
pericentric 
role of mSds3 in formation (David et 
al.), 2396-2405 
Htq 
stabilization of RyhB in E. coli (Car- 
pousis), 2351-2355 Perspective; 
(Massé), 2374-2383 
HIF 
See Hypoxia-inducible transcription 
factor 
Hip] 
feedback control of Hedgehog during 
lung branching (Chuang et al.), 
342-347 
Histone 
Ctkl regulation of H3 methylation 
(Xiao et al.), 654-663 
H3 methyl-lysine binding by Pc and 
HP!1 (Fischle et al.), 1870-1881 
rescue of acetylation defects in Dro- 
sophila polyglutamine disease 
model (Taylor et al.), 1463-1468 
role of 
mSds3 in heterochromatin modifi- 
cation (David et al.), 2396-2405 
promoter structure in phosphoryla- 
tion of H3 (Labrador and 
Corces}], 43-48 
Ubp8 in deubiquitylation of H2B 
(Henry et al.), 2648-2663 
transcriptional regulation through 
ubiquitination and deubiquiti- 
nation (Zhang), 2733-2740 Per- 
spective 
acetylation 
defects in Drosophila polyglutamine 
disease model (Taylor et al.), 
1463-1468 
role 
in RNR3 promoter remodeling 
(Sharma et al.), 502-515 
of Ubp8 in deubiquitylation of 
histone H2B (Henry et al.), 
2648-2663 
deacetylase 
association of HCF-1 with Sin3 
(Wysocka et al.}, 896-911 
role in cardiac hypertrophy (Olson 
and Schneider), 1937-1956 Re- 
view 
methylation 
H3 methyl-lysine binding by Pc and 
HP1 (Fischle et al.), 1870- 
1881 
Polycomb binding to H3 Lys 27 (Min 
et al.), 1823-1828 
regulation by Ctk] (Xiao et al.), 654— 
663 
methyltransferase 
association of HCF-1 with Setl 
(Wysocka et al.}, 896-911 
recruitment of PRMT1 by YYI1 
(Rezai-Zadeh et al.), 1019-1029 


RNA 
role of Lsm11 in processing (Pillai et 
al.), 2321-2333 
HLH-2 
role during C. elegans AC/VU decision 
(Karp and Greenwald), 3100- 
ait} 
Homing endonuclease 
structure and function of I-Anil (Bel- 
fort), 2860-2863 Perspective; 
(Bolduc et al.), 2875-2888 
Hox proteins 
role in neuronal patterning (Pattyn et 
al.), 729-737 
structure of HoxA9/Pbx1/DNA com- 
plex (LaRonde-LeBlanc and Wol- 
berger), 2060-2072 
Hox genes 
regulation by FACT -GAGA factor 
complex (Shimojima et al.), 
1605-1616 
role in myeloid progenitor transforma- 
tion (Ayton and Cleary), 2298- 
2307 
HoxA9 
structure of complex with Pbx1 and 
DNA complex (LaRonde-Le 
Blanc and Wolberger), 2060-2072 
HP1 
See Heterochromatin protein | 
HR23 
stabilization of XPC (Ng et al.), 1630- 
1645 
Hrr25p 
regulation of calcineurin signaling (Ka- 
fadar et al.), 2698-2708 
HSF1 
redox regulation in response to stress 
(Ahn and Thiele), 516-528 
hsp70 
promoter-proximal pausing caused by 
NELF and DSIF (Wu et al.}, 
1402-1414 
recruitment of SWI/SNF in vivo 
(Corey et al.), 1392-1401 
HTRA2 
role in p53-dependent apoptosis (Jin et 
al.), 359-367 
Human disease 
caused by defects in pre-mRNA splic- 
ing (Faustino et al.), 419-437 
Review 
Human excision nuclease 
repair of thymine dimer (Reardon and 
Sancar), 2539-2551 
HY5 
role of COPI-SPA1 in degradation 
(Saijo et al.), 2642-2647 
Hyphae, aerial 
formation in S. coelicolor (Claessen et 
al.), 1714-1726 
role of chaplins in formation (Elliot et 
al.), 1727-1740 
Hypoxia 
regulation of HIF (Bruick et al.}, 2614— 
2623 Review 





Hypoxia-inducible transcription factor 
regulation by oxygen sensing (Bruick 
et al.), 2614-2623 Review 


I 


IAP 
See Inhibitor of apoptosis 
ICE] 
role in cold signaling in Arabidopsis 
(Chinnusamy et al.), 1043-1054 
IGF signaling 
role in heart growth (Olson and 
Schneider), 1937-1956 Review 
Igf2 
asynchronous replication (Gribnau et 
al.), 759-773 
role of CTCF in imprinting (Pant et 
al.), 586-590 
IL-3 
regulation of Pim-2 (White), 1813-1816 
Perspective 
ILK 
See Integrin-linked kinase 
Imaging, molecular 
applications for living subjects (Mas- 
soud and Gambhir), 545-580 
Review 
Ime2 
role during meiosis (Benjamin et al.}, 
1524-1539 
Immune system 
effects of caspase 8 deletion in T cells 
(Salmena et al.), 883-895 
role of caspase 8 in T-cell activation 
(Newton and Strasser], 819-825 
Review 
Immunity, innate 
role of NO in Drosophila (Foley and 
O'Farrell), 115-125 
Immunoglobulin u 
regulation of gene expression via 
modification of SATB2 by 
SUMO (Dobreva et al.}, 3048- 
3061 
Imprinting, genomic 
role of CTCF (Pant et al.), 586-590 
asynchronous replication (Gribnau et 
al.), 759-773 
Infertility 
in Exonuclease 1-deficient mice (Wei 
et al.), 603-614 
Inhibitor of apoptosis 
cleavage by Omi/HtrA2 (Yang et al.}, 
1487-1496 
inhibition of CIAP1 during p53-depen- 
dent apoptosis (Jin et al.), 359- 
367 
Ink4a/Arf 
production of metastatic cancers in co- 
operation with mutant Kras 
(Aguirre et al.), 3112-3126 
Insulators 


boundary element pairing through pro- 
tein-protein interactions (Blan- 
ton et al.), 664-675 


Insulin 
role 
in C. elegans lifespan and aging 
(Nelson and Padgett), 813-818 
Perspective 
of daf-28 in DAF-2 signaling (Li et 
al.), 844-858 
structure of C. elegans INS-6 (Hua et 
al.), 826-83 
signaling 
regulation by FOXO in Drosophila 
(Puig et al.), 2006-2020 
Insulin-like growth factor 
signaling pathway integration in neu- 
ral induction (Massagué) 2993- 
2997 Perspective; (Pera et all.), 
3923-3028 
Integrin 
role in Drosophila germ-band retrac- 
tion (Schéck and Perrimon), 
597-602 
Integrin-linked kinase 
effects of gene disruption in mice 
(Sakai et al.), 926-940 
Interferon 
IRF-4/IRF-8 regulation of B cell devel- 
opment (Lu et al.}, 1703-1708 
role of ISG15 and UBP43 in type I sig- 
naling (Malakhova et al.), 455- 
460 
Intestine 
role of SKN-1 in oxidative stress re- 
sponse (An and _ Blackwell), 
1882-1893 
Intron, group I 
structure and function of I-Anil (Bel- 
fort), 2860-2863 Perspective; 
(Bolduc et al.), 2875-2888 
IRF-4 
regulation of B cell development (Lu et 
al.), 1703-1708 
IRF-8 
regulation of B cell development (Lu et 
al.), 1703-1708 
ISG15 
role in type I interferon signaling 
(Malakhova et al.), 455-460 


J 


JAK-STAT pathway 
role of ISG15 and UBP43 in type I in- 
terferon signaling (Malakhova 
et al.}, 455-460 
JNK 
regulation of BMP-4 during optic fis- 
sure closure (Weston et al.), 
1271-1280 
pathway 
FGF-19 regulation of CYP7A1 (Holt 
et al.), 1581-1591 
mechanism of p38 activation in vivo 
(Brancho et al.), 1969-1978 
suppression of Ras-stimulated trans- 
formation (Kennedy et al.), 629- 
637 


K 
Kidney 
in vivo role of PDGF (Lindblom et al.) 
1835-1840 
Kinase inhibitors 
use in cancer therapy (Sawyers), 2998 
3010 Review 
Kinetochore 
assembly from multiple subcomplexes 
(De Wulf et al.), 2902-2921 
role of 
KNL-1 in assembly (Desai et al 
2421-2435 
Ndc80 in assembly (McCleland et 
al.), 101-114 
KNL-1 
role in kinetochore assembly (Desai et 
al.), 2421-2435 
KNOX genes 
role of BP in lignin biosynthesis (Mele 
et al.), 2088-2093 
KRAB 
domain 
heritable gene silencing in mamma- 
lian cells (Ayyanathan et al.}, 
1855-1869 
zinc finger proteins 
role in liver sexual dimorphism 
(Waxman and Celenza), 2607 
2613 Perspective; (Krebs et al.}, 
2664-2674 
Kras 
production of metastatic cancers in co- 
operation with Ink4a/Arf defi- 
ciency (Aguirre et al.), 3112 
3126 
Ku 
function at telomeres and DNA breaks 
(Bertuch and Lundblad), 2347 


2350 Perspective 


L 


lag-2 
HLH-2 activation of transcription 
(Karp and Greenwald), 3100 
3111 
Laminin 
role in Drosophila germ-band retrac- 
tion (Schéck and Perrimon)}, 
597-602 
LATERAL SUPPRESSOR 
role in axillary meristem formation 
(Greb et al.), 1175-1187 
LCR 
See Locus control region 
LEF/TCF family 
regulation of POP-1 by acetylation 
(Gay et al.), 717-722 
Left-right asymmetry 
Notch regulation of Nodal expression 
{Krebs et al.), 1207-1212; (Raya 
et al.), 1213-1218 
regulation of C. elegans chemosensory 
neuron patterning (Chang et 
al.), 2123-213 
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role of 
cilia (Tabin and Vogan), 1-6 Perspec- 
tive 
EGF-CFC proteins (Cheng et al.), 
31-36 
Nodal in mouse organizer pattern- 
ing (Vincent et al.), 1646-1662 
Leukemia 
Hox-dependent transformation of my- 
eloid progenitors (Ayton and 
Cleary), 2298-2307 
initiation in response to MLL (Cozzio 
et al.), 3029-3035 
use of imatinib for treatment of CML 
(Sawyers), 2998-3010 Review 
LexA 
ClpXP-mediated proteolysis (Neher et 
al.}, 1084-1089 
Leydig cells 
role of PDGFR-a in differentiation 
(Brennan et al.), 800-810 
Light signaling 
regulation by SRR1 in Arabidopsis 
(Staiger et al.), 256-268 
Lignin 
BP regulation of biosynthesis (Mele et 
al.), 2088-2093 
lim-6 
role in C. elegans chemosensory neu- 
ron patterning (Chang et al.), 
2123-2137 
Limb development 
role of 
mBtd (Treichel et al.), 2630-2635 
Wnt3/f-catenin signaling in AER es- 
tablishment and maintenance 
(Barrow et al.), 394-409 
LIN-12 
HLH-2 activation of lag-2 transcrip- 
tion (Karp and Greenwald), 
3100-3111 
LIN-49 


role in C. elegans chemosensory neu- 
ron patterning (Chang et al.), 
2123-2137 


LIN-5 
role in spindle function (Srinivasan et 
al.), 1225-1239 
Lipoprotein receptor 
regulation of EGL-17/FGF export (Ka- 
mikura and Cooper), 2798-2811 
Liver 
sexually dimorphic gene expression 
(Waxman and Celenza), 2607- 
2613 Perspective; (Krebs et al.}, 
2664-2674 
Localization, nuclear 
asynchronous replication at imprinted 
loci (Gribnau et al.), 759- 
773 
Hrr25p regulation of calcineurin sig- 
naling (Kafadar et al.), 2698- 
2708 
Locus control region 
function in transcription elongation 
(Sawado et al.), 1009-1018 
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Lozenge 
transcriptional activation and repres- 
sion (Canon and Banerjee}, 838- 
843 
LRRC15 
induction by EWS-WT1 (Reynolds et 
al.), 2094-2107 
Lsm11 
role in histone RNA processing (Pillai 
et al.), 2321-2333 
Lunatic fringe 
role in somitogenesis (Serth et al.}, 
912-925 
transcriptional regulation by Hes7 
(Bessho et al.), 1451-1456 
Lung 
feedback control of Hedgehog by Hip] 
during branching morphogen- 
esis (Chuang et al.), 342-347 
Lymphocytes 
effects of caspase 8 deletion (Salmena 
et al.), 883-895 
IRF-4/IRF-8 regulation of B cell devel- 
opment (Lu et al.), 1703-1708 
role of caspase 8 in proliferation (New- 
ton and Strasser), 819-825 Re- 
view 
Lymphoma 
in Exonuclease 1-deficient mice (Wei 
et al.), 603-614 


M 


Mad 
mapping of genomic interaction sites 
(Orian et al.), 1101-1114 
MADS-box genes 
regulation of PHERES1 by MEDEA 
(Kohler et al.), 1540-1553 
Mago 
structure of complex with Y14 (Shi 
and Xu}, 971-976 
Mammary gland 
transcription profiling of human pro- 
genitor cells (Dontu et al.), 
1253-1270 
MAP kinase signaling 
components of plant cytokinesis cas- 
cade (Soyano et al.), 1055-1067 
integration with Smad pathway (Mas- 
sagué) 2993-2997 Perspective; 
(Pera et al.), 3923-3028 
JNK regulation of BMP-4 during optic 
fissure closure (Weston et al.), 
1271-1280 
mechanism of p38 activation in vivo 
(Brancho et al.), 1969-1978 
role in heart development and disease 
(Olson and Schneider), 1937- 
1956 Review 
MARs 
See Matrix attachment regions 
Maskin 
colocalization with CPEB during den- 
dritic mRNA transport (Huang 
et al.}, 638-653 


Mata2 
role of proteolysis in mating-type 
switching (Voth and Stillman}, 
2201-2204 Perspective; (Laney 
and Hochstrasser), 2259-2270 
Mating-type 
locus 
replication timing in S. pombe (Kim 
et al.), 330-335 
switching 
role of proteolysis (Voth and Still- 
man), 2201-2204 Perspective; 
(Laney and Hochstrasser), 2259- 
2270 
Matrix attachment regions 
modification of SATB2 by SUMO (Do- 
breva et al.), 3048-3061 
Max 
mapping of genomic interaction sites 
(Orian et al.), 1101-1114 
MAX4 
role in shoot branching (Sorefan et al.), 
1469-1474 
mBtd 
role in murine limb development 
(Treichel et al.), 2630-2635 
MCL-1 
See Myeloid Cell Leukemia 1 
MCM 
interaction with replication initiation 
protein complex (Kubota et al.}, 
1141-1152 
MEDEA 
regulation of PHERES1 (Kohler et al.), 
1540-1553 
Mediator 
Mrcl as checkpoint target at replica- 
tion fork (Osborn and Elledge), 
1755-1767 
role in RNR3 promoter remodeling 
(Sharma et al.), 502-515 
Mef2 
role in cardiac hypertrophy (Olson 
and Schneider}, 1937-1956 Re- 
view 
Megakaryocytes 
role of autocrine estradiol in proplate- 
let formation (Nagata et al.), 
2864-2869 
Meiosis 
downstream effects of double-strand 
breaks (Storlazzi et al.), 2675- 
2687 
failure in Exonuclease 1-deficient 
mice (Wei et al.}, 603-614 
inheritance of Polycomb-dependent 
chromosomal interactions (Ban- 
tignies et al.}, 2406-2420 
role of Cdc28, Ime2, and Ndt80 (Ben- 
jamin et al.), 1524-1539 
stable inheritance of telomere chroma- 
tin structure (Sadaie et al.), 
2271-2282 
Melanocytes 
dark skin mutations in mice (Fitch et 
al.), 214-228 





Meristem 
BP regulation of lignin biosynthesis 
(Mele et al.}, 2088-2093 
role of 
LAS in formation in axils (Greb et 
al.), 1175-1187 
SCARECROW in stem cell mainte- 
nance in Arabidopsis (Sabatini 
et al.), 354-358 
Merlin 
role in cell-cell contact (Lallemande et 
al.), 1090-1100 
Mesendoderm 
role of SKN-1 in specification (An and 
Blackwell), 1882-1893 
Mesoderm 
role of 
Ecsit in formation (Moustakas and 
Heldin), 2855-2859 Perspective; 
(Xiao et al.), 2933-2949 
EGF-CFC proteins in induction 
(Cheng et al.}, 31-36 
Wnt and BMP signaling in head 
muscle formation (Tzahor et 
al.), 3087-3099 
Messenger RNA 
role of CPEB in transport to dendrites 
(Huang et al.), 638-653 
Met 
PAX3-FKHR activation of ligand-in- 
dependent signaling (Relaix et 
al.), 2950-2965 
Metabolism 
effects of calorie restriction (Koubova 
and Guarente), 313-321 Per- 
spective 
Metalloproteases 
properties and functions of ADAMs 
family (Seals and Courtneidge), 
7-30 Review 
Metastasis 
role of 
merlin in cell-cell contact (Lalle- 
mande et al.), 1090-1100 
telomerase activation (Chang et al.}, 
88-100 
Micro RNAs 
biochemical analysis of silencing in 
plants (Tang et al.}, 49-63 
function of siRNAs (Doench et al.), 
438-442 
identification in C. elegans (Lim et 
al.), 991-1008 
role of Exportin-5 in nuclear (Yi et al.), 
3011-3018 
Microarray 
Arabidopsis BP mutant gene expression 
profile (Mele et al.), 2088-2093 
human chromosome 22 gene expression 
profile (Rinn et al.), 529-540 
regulation of fat metabolism in periph- 
eral nerves (Verheijen et al.), 
2450-2464 
Micropthalmia 
effect of Fancd2 disruption in mice 
(Houghtaling et al.), 2021-2035 


miRNAs 
See Micro RNAs 
Mitochondria 
cleavage of IAPs by Omi/HtrA2 (Yang 
et al.), 1487-1496 
NRF-1 target genes in c-MYC-induced 
apoptosis (Morrish et al.), 240- 
255 
role 
in apoptosis (Adams), 2481-2495 Re- 
view 
of Mcl-1 elimination in apoptosis 
(Nijhawan et al.), 1475-1486 
Mitosis 
kinetochore assembly from multiple 
subcomplexes (De Wulf et al.}, 
2902-2921 
regulation by PNG kinase (Lee et al.) 
2979-299] 
role of 
ch-TOG in spindle pole organization 
(Gergely et al.), 336-341 
KNL-1 in kinetochore assembly (Desai 
et al.), 2421-2435 
Ndc80 in kinetochore assembly 
(McCleland et al.), 101-114 
NddI1p in CLB cluster gene activation 
(Reynolds et al.), 1789-1802 
Plol and Cut12 (Maclver et al.), 1507- 
1523 
MLI 
initiation of leukemias in stem cells 
and myeloid progenitors (Coz- 
zio et al.), 3029-3035 
Morphogenesis 
embryonic heart development (Olson 
and Schneider), 1937-1956 Re- 
view 
role of ephrins (Palmer and Klein), 
1429-1450 Review 
Motor neuron 
temporal and spatial specification 
(Pattyn et al.), 729-737 
Mouse mammary tumor virus promoter 
higher-order structure (Georgel et al.), 
1617-1629 
Mrel 
as checkpoint target at replication 
fork (Osborn and Elledge), 1755- 
1767 
mSds3 
role in centromere function (David et 
al.), 2396-2405 
MSL proteins 
local spreading on Drosophila X chro- 
mosome (Oh et al.), 1334-1339 
MST family 
role of dMST as tumor suppressor (Jia 
et al.), 2514-2519 
mTOR impaired activity in Aktl- and 
Akt2-deficient mice (Peng et 
al.), 1352-1365 
regulation by Rheb (Inoki et al.), 1829- 
1834 
Muscle, skeletal 
cellular atrophy in Akt1l- and Akt2-de- 


ficient mice (Peng et al.), 135 
1365 
Mutator genes 
identification in C. elegans by RNAi 
(Pothof et al.), 443-448 
Myc 
cellular functions and interactions 
(Leven), 1071-1077 Perspective 
Drosophila genomic interaction sites 
(Orian et al.), 1101-1114 
human genomic targets (Fernandez et 
al.), 1115-1129 
induction of pancreatic cancer in mice 
(Lewis et al.), 3127-3138 
NRF-1 mediation of apoptosis (Mor- 
rish et al.), 240-255 
prevention of senescence by WRN 
up-regulation (Grandori et al 
1569-1574 
Myelin 
role of Bm-2 and Oct-6 in Schwann 
cell development (Jaegle et al 
1380-1391 
Myeloid Cell Leukemia | 
role in apoptosis (Cuconati et al 
2922-2932 
need for elimination during apoptosis 
(Nijhawan et al.), 1475-1486 
Myeloid 
homeostasis 
role of BID (Zinkel et al.), 229 
239 
progenitors 
Hox-dependent transformation (Ay- 
ton and Cleary), 2298-2307 
initiation of leukemias in response 
to MLL (Cozzio et al.), 3029 
3035 
Myf5 
epaxial expression in Shh null em- 
bryos (Teboul et al.}, 2870-2874 
Myoblast fusion 
role of ADAMs_ metalloproteases 
(Seals and Courtneidge), 7-30 
Review 
Myogenesis 
epaxial expression of Myf5 in Shh null 
embryos (Teboul et al.}, 2870- 
2874 
PAX3-FKHR activation of ligand-in- 
dependent Met signaling (Relaix 
et al.), 2950-2965 
role of Wnt and BMP signaling in head 
muscle formation (Tzahor et 
al.), 3087-3099 
Myxococcus xanthus 
role of C-signal in developmental re- 
sponses (Lobedanz and Sogaard- 
Andersen), 2151-2161 


N 


Ndc80 
role in kinetochore assembly (McCle- 
land et al.), 101-114 
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Ndt80 
role during meiosis (Benjamin et al.), 
1524-1539 
NELF 
role in hsp70 promoter-proximal paus- 
ing (Wu et al.), 1402-1414 
Nerve development 
regulation of fat metabolism (Verhei- 
jen et al.), 2450-2464 
role of Brn-2 and Oct-6 (Jaegle et al.), 
1380-1391 
Neural crest cells 
regulation of branchial arch entry by 
Fefr1 (Trokovic et al.), 141-153 
secretion of factors involved in head 
muscle formation (Tzahor et 
al.), 3087-3099 
Neurofibromin 
regulation by proteolysis (Cichowski 
et al.), 449-454 
Neurogenesis 
role of ephrins (Palmer and Klein), 
1429-1450 Review 
Neuromuscular junction 
mechanisms of synapse disassembly 
(Eaton and Davis), 2075-2082 
Review 
Neurons 
role of Nurrl in RXR signaling 
(Wallén-Mackenzie et al.), 3036- 
3047 
NF-«B 
role of RIP in activation (Hur et al.), 
873-882 
NF1 
regulation of neurofibromin by prote- 
olysis (Cichowski et al.), 449- 
454 
NF2 
role of merlin in cell-cell contact (Lal- 
lemande et al.), 1090-1100 
NFAT 
role in transcriptional regulation 
(Hogan et al.), 2205-2232 Re- 
view 
NIP1 
40S ribosome binding (ValaSek et al.), 
786-799 
Nitric oxide 
role in Drosophila innate immunity 
(Foley and O'Farrell), 115-125 
Nkx proteins 
role in neuronal patterning (Pattyn et 
al.), 729-737 
Nodal 
binding of inhibitor TMEFF1 to co- 
receptor Cripto (Harms and 
Chang), 2624-2629 
regulation by Notch signaling (Krebs 
et al.), 1207-1212; (Raya et al.}, 
1213-1218 
role 
in mouse organizer patterning (Vin- 
cent et al.), 1646-1662 
of EGF-CFC proteins as coreceptor 
(Cheng et al.), 31-36 
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Noggin 
role in 
head muscle formation (Tzahor et 
al.), 3087-3099 
mammalian head induction (del 
Barco Barrantes et al.), 2239- 
2244 
Notch 
control of Drosophila hematopoiesis 
(Lebestky et al.), 348-353 
HLH-2 activation of Jag-2 transcrip- 
tion (Karp and Greenwald), 
3100-3111 
regulation of Nodal expression (Krebs 
et al.), 1207-1212; (Raya et al.}, 
1213-1218 
Noxa 
role in p53-mediated apoptosis (Shibue 
et al.), 2233-2238 
NPKI1 
role in plant cytokinesis MAPK cas- 
cade (Soyano et al.), 1055-1067 
NQI1 
role in plant cytokinesis MAPK cas- 
cade (Soyano et al.), 1055-1067 
NRF-1 
mediation of c-MYC-induced apopto- 
sis (Morrish et al.), 240-255 
NRK1 
role in plant cytokinesis MAPK cas- 
cade (Soyano et al.), 1055-1067 
NtrCl 
structural analysis (Lee et al.), 2552- 
2563 
NuA4 complex 
role in chromatin acetylation (Bou- 
dreault et al.), 1415-1428 
Nuclear receptor 
role of Nurrl in neural cell RXR sig- 
naling (Wallén-Mackenzie et 
al.), 3036-3047 
Nucleosome 
higher-order structure of MMTV pro- 
moters (Georgel et al.), 1617- 
1629 
Nurrl 
role in neural cell RXR _ signaling 
(Wallén-Mackenzie et al.), 3036- 
3047 
NXT 
role in translation of unspliced mRNA 
(Jin et al.), 3075-3086 


O 


Oct4 
structure of complex with Sox2 and 
DNA (Remén yi et al.), 2048- 
2059 
Oligodendrocyte 
role of Sox9 in glial specification (Stolt 
et al.}, 1677-1689 
Omi/HtrA2 
cleavage of IAPs (Yang et al.), 1487- 
1496 


Oocyte 
metaphase arrest by CSF (Tunquist 
and Maller), 683-710 Review 
phosphorylation of CPEB during meio- 
sis (Tay et al.}, 1457-1462 
role of sperm in maturation (Ku- 
wabara), 155-161 Perspective; 
(Miller et al.), 187-200 
Optic fissure 
role of JNK in closure (Weston et al.}, 
1271-1280 
ORC 
See Origin recognition complex 
Organizer 
role of Nodal in patterning (Vincent et 
al.), 1646-1662 
Origin recognition complex 
DNA affinity and function in hetero- 
chromatin (Palacios DeBeer et 
al.), 1817-1822 
DNA binding and replication initia- 
tion by recombinant human 
proteins (Vashee et al.), 1894— 
1908 
role in maintenance of chromosomal 
integrity (Huang and Koshland), 
1741-1754 
Orphan receptor 
role of Nurrl in neural cell RXR sig- 
naling (Wallén-Mackenzie et 
al.), 3036-3047 i. 
Osa 
role in enhancer-promoter communi- 
cation (Heitzler et al.), 591-596 
Osteoblast 
attenuation of Runx2 by STAT] (Kim 
et al.), 1979-1991 
Oxygen sensing 
regulation of HIF (Bruick et al.}, 2614- 
2623 Review 


P 
pl7 
recruitment of N4 RNAPII (Carter et 
al.), 2334-2345 
pl90RhoGAP 
inhibition of gliomagenesis (Wolf et 
al.), 476-487 
p21 
role in Brcal deficiency-induced senes- 
cence (Cao et al.), 201-213 
P2Y receptors 
role of GPR105 in hematopoiesis (Lee 
et al.), 1592-1604 
p45 NF-E2 
role in proplatelet formation (Nagata 
et al.), 2864-2869 
p53 
inhibition of CIAP1 during apoptosis 
(Jin et al.), 359-367 
role 
in 
Brcai deficiency-induced senes- 
cence (Cao et al.), 201-213 





tumor escape from Wnt depen- 
dence (Gunther et al.), 488-501 
of Noxa in apoptotic response (Shi- 
bue et al.), 2233-2238 
PAI genes 
RNA-directed DNA methylation path- 
way in Arabidopsis (Melquist 
and Bender), 2036-2047 
PAN GU 
regulation of S-M cycles (Lee et al.}, 
2979-299] 
Pancreas 
control of endocrine cell fate by Arx 
and Pax4 (Collombat et al.), 
2591-2603 
CREB promotion of B cell survival 
(Jhala et al.), 1575-1580 
induction of cancer by PyMT and c- 
Myc in mice (Lewis et al.}, 
3127-3138 
production of metastatic cancers 
through cooperation of mutant 
Kras and Ink4a/Arf deficiency 
(Aguirre et al.), 3112-3126 
Pannier 


role of Osa in enhancer—promoter 


communication (Heitzler et al.), 
591-596 
PARP 
See Poly(ADP-ribose) polymerase 
Patched 
regulation of Smo (Zhu et al.), 1240- 
1252 
Pax2 
regulation by JNK during optic fissure 
closure (Weston et al.), 1271- 
1280 
Pax3 
rescue of mutant phenotype by PAX3- 
FKHR (Relaix et al.), 2950-2965 
Pax4 
control of endocrine cell fate (Collom- 
bat et al.), 2591-2603 
Pax5 
control of IgH V gene rearrangement 
(Hesslein et al.), 37-42 
Pbx1 
structure of complex with HoxA9 and 
DNA complex (LaRonde-Le- 
Blanc and Wolberger), 2060-2072 
Pcu4 
role in Spdl degradation (Liu et al.), 
1130-1140 
PDGF 
See Platelet-derived growth factor 
Pea 
role of RMS1 in shoot branching 
(Sorefan et al.), 1469-1474 
Per proteins 
interaction with Cry genes to regulate 
circadian clock (Oster et all), 
1366-1379 
Pericyte 
role of PDGF in microvessel wall in- 
vestment (Lindblom et al.), 
1835-1840 


phospholipase C gamma-1 
role in artery development (Lawson et 
al.), 1346-1351 
Phosphotyrosyl phosphatase activator 
role in PP2A biogenesis (Fellner et al.), 
2138-2150 
Photomorphogenesis 
role of COPI-SPAI in HY5 degrada- 
tion (Saijo et al.), 2642-2647 
Phytochrome A 
role of COPI-SPA1 in HY5 degrada- 
tion ({Saijo et al.), 2642-2647 
Phytochrome B 
SRRI1 mediation of signaling in Arabi- 
dopsis (Staiger et al.), 256-268 
Piccolo Nu4A 
role in chromatin acetylation (Bou- 
dreault et al.), 1415-1428 
PIE-] 
mechanism of P-TEFb repression 
(Zhang et al.), 748-758 
Pigmentation 
dark skin mutations in mice (Fitch et 
al.), 214-228 
Pim-2 
regulation of apoptosis (White), 1813- 
1816 Perspective; (Fox et all.), 
1841-1854 
Pinl 
regulation of RNAP II (Xu et al.), 2765- 
2776 
Pituitary 
role of TPIT in cell differentiation 
(Keegan and Campbell), 677- 
682 Perspective; (Pulichino et 
al.) 738-747 
PKCy 
See Protein kinase C y 
Platelet-derived growth factor 
in vivo role of retention (Lindblom et 
al.), 1835-1840 
role of PDGFR-a in sex determination 
(Brennan et al.), 800-810 
plegl 
See phospholipase C gamma-1 
PLUTONIUM 
interaction with PNG and GNU (Lee 
et al.}, 2979-299] 
Polo kinase 
role in mitotic commitment (Maclver 
et al.), 1507-1523 
Poly|ADP-ribose) polymerase 
regulation of telomere elongation by 
tankyrase | (Chang et al.}, 1328- 
1333 
Polyadenylation 
link with transcription (Calvo and 
Manley), 1321-1327 Review 
Polycomb 
binding to methylated H3 Lys 27 (Min 
et al.), 1823-1828 
H3 methyl-lysine binding (Fischle et 
al.}, 1870-1881 
inheritance of chromosomal interac- 
tions in Drosophila (Bantignies 
et al.), 2406-2420 


regulation 
by Zeste and GAGA (Mulholland et 
al.), 2741-2746 
of PHERES1 by MEDEA (Kohler 
et al.), 1540-1553 
Polyene dioxygenase 
role of MAX4 and RMS1 in shoot 
branching (Sorefan et al.), 1469- 
1474 
Polyoma virus middle T antigen 
induction of pancreatic cancer in mice 
(Lewis et al.), 3127-3138 
POMC 
See Proopiomelanocortin 
Posttranscriptional gene silencing 
biochemical analysis in plants (Tang 
et al.), 49-63 
POU proteins 
role of Brn-2 and Oct-6 in Schwann 
cell development (Jaegle et al.), 
1380-139] 
structure of Oct4/Sox2/DNA complex 
(Remén yi et al.), 2048-2059 
PP2A 
See Protein phosphatase 2A 
PPARy 
See Proliferator-activated receptor y 
Prion 
propagation by autoactivation (Rob- 
erts and Wickner), 2083-2087 
PRMTI1 
recruitment by YY1 (Rezai-Zadeh et 
al.), 1019-1029 
Proliferator-activated receptor 
role of Akt in induction (Peng et al.}, 
1352-1365 
Prolyl isomerase 
regulation of RNAP II by Pinl (Xu et 
al.), 2765-2776 
Proopiomelanocortin 
role of TPIT in pituitary cell differen- 
tiation (Keegan and Campbell), 
677-682 Perspective; (Pulichino 
et al.) 738-747 
TPIT mutations and ACTH deficiency 
(Pulichino et al.), 711-716 
Proplatelet 
role of autocrine estradiol in formation 
(Nagata et al.), 2864-2869 
Protease B 
prion function (Roberts and Wickner)], 
2083-2087 
Proteasome 
degradation of Mcl-1 during apoptosis 
(Nijhawan et al.), 1475-1486 
regulation of neurofibromin (Cichowski 
et al.), 449-454 
stabilization of XPC by mHR23 and 
DNA damage (Ng et al.}, 1630- 
1645 
Protein degradation 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
role 
in mating-type switching (Voth and 
Stillman), 2201-2204 Perspec- 
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tive; (Laney and Hochstrasser), 
2259-2270 
of COP1-SPA1] in regulation of HY5 
activity (Saijo et al.), 2642-2647 
Protein kinase C y 
role in Xenopus gastrulation § (Ki- 
noshita et al.), 1663-1676 
Protein phosphatase 2A 
intracellular specificity and activity 
(Fellner et al.), 2138-2150 
Proteolysis 
ClpXP recognition of LexA fragments 
(Neher et al.}, 1084-1089 
role in mating-type switching (Voth 
and Stillman), 2201-2204 Per- 
spective; (Laney and Hochstras- 
ser), 2259-2270 
Pseudoknot 
role in 
human telomerase RNA dimeriza- 
tion (Ly et al.), 1078-1083 
yeast telomerase RNA function 
(Tzfati et al.), 1779-1788 
Ptal 
interaction with Subl (He et al.) 
1030-1042 
P-TEFb 
inhibition by PIE-1 (Zhang et al.), 748- 


758 


, 


PTGS 
See Posttranscriptional gene silencing 
Pumilio 
crystal structure of complex with 
Brain Tumor (Edwards et al.), 
2508-2513 
PWI motif 
role in pre-mRNA processing (Szym- 
czyna et al.), 461-475 


Q 


Q-protein 
action on RNA polymerase (Santan- 
gelo et al.), 1281-1292 


R 


Rac 
role in vertebrate gastrulation (Habas 
et al.), 295-309 
Rad17 


role in mutagenic translesion synthe- 
sis (Kai and Wang), 64-76 
RAD17 effects of deletion in somatic 
cells (Wang et al.), 965-970 
RAD23 


XPC stabilization by mHR23 and 
DNA damage (Ng et al.), 1630- 
1645 
Rad3 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
Rad53 
activation in response to replication 
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stress (Osborn and Elledge), 
1755-1767 
RAGI 
function as E3 ubiquitin ligase (Yurch- 
enko et al.), 581-585 
Rap1 
role in Candida glabrata virulence 
gene silencing (De Las Penas et 
al.), 2245-2258 
Ras 
pathway regulation by proteolysis of 
neurofibromin (Cichowski et 
al.), 449-454 
suppression of transformation by JNK 
pathway (Kennedy et al.), 629- 
637 
RB 
See Retinoblastoma protein 
Recombination 
downstream effects of meiotic double- 
strand breaks (Storlazzi et al.), 
2675-2687 
role of 
RENT complex in rDNA silencing 
(Huang and Moazed), 2162- 
2176 
replication fork collision in rDNA 
(Takeuchi et al.), 1497-1506 
RecQ helicase 
Slx1-Slx4 as structure-specific endo- 
nuclease (Fricke and _ Brill), 
1768-1778 
Regulator of sex limitation 
role in liver sexual dimorphism (Wax- 
man and Celenza), 2607-2613 
Perspective; (Krebs et al.), 2664— 
2674 
Relish 
role of NO in signaling (Foley and 
O'Farrell), 115-125 
RENT complex 
role in rDNA silencing (Huang and 
Moazed), 2162-2176 
Replication 
asynchrony at imprinted loci (Gribnau 
et al.), 759-773 
BRCA2 stabilization of stalled forks 
(Lomonosov et al.), 3017-3022 
initiation protein complex (Kubota et 
al.), 1141-1152 
Mrcl as checkpoint target (Osborn and 
Elledge), 1755-1767 
properties of recombinant human 
ORC (Vashee et al.), 1894-1908 
regulation 
by PNG kinase (Lee et al.), 
2979-299] 
of ribonucleotide reductase (Liu et 
al.), 1130-1140 
role of 
Cdc28 during meiosis (Benjamin et 
al.), 1524-1539 
DNA polymerase ¢ in translesion 
bypass (Johnson et al.), 77-87 
fork collision in rDNA (Takeuchi et 
al.), 1497-1506 


terminal protein in Streptomyces 
(Bao and Cohen), 774-785 
Slx1-Slx4 as structure-specific endo- 
nuclease (Fricke and _ Brill), 
1768-1778 
timing for heterochromatin in S. 
pombe (Kim et al.), 330-335 
Retention 
in vivo role of PDGF (Lindblom et al.), 
1835-1840 
Retina 
CPB rescue of degeneration in Dro- 
sophila polyglutamine disease 
model (Taylor et al.), 1463-1468 
in vivo role of PDGF (Lindblom et al.), 
1835-1840 
Retinoblastoma protein 
control of transcription in Drosophila 
(Dimova et al.), 2308-2320 
Retinoid X receptor signaling 
role of Nurrl (Wallén-Mackenzie et 
al.), 3036-3047 
Rhabdomyosarcoma 
PAX3-FKHR activation of ligand-in- 
dependent Met signaling (Relaix 
et al.), 2950-2965 
Rheb 
as target of TSC2 (Inoki et al.), 1829- 
1834 
Rheumatoid arthritis 
role of Synoviolin/Hrd1 (Amano et al.), 
2436-2449 
Rho 
role in vertebrate gastrulation (Habas 
et al.), 295-309 
GTPases 
inhibition of gliomagenesis by 
pl90RhoGAP (Wolf et al.), 476- 
487 
RhoB 
regulation of Akt in vascular develop- 
ment (Adni et al.), 2721-2732 
Ribonucleoprotein, small nuclear 
unique U7 core structure (Pillai et al.), 
2321-2333 
Ribonucleotide reductase 
regulation by the signalosome (Liu et 
al.), 1130-1140 
Ribosome 
assembly on the Cricket paralysis vi- 
rus IRES (Pestova and Hellen), 
181-186 
association of 40S subunit with elFs 
(ValaSek et al.), 786-799 
position of eIFl on 40S subunit (Lo- 
makin et al.), 2786-2797 
Riboswitch 
control of gene expression by lysine 
binding (Sudarsan et al.}, 2688- 
2697 
RIP 
role in NF-«B activation (Hur et al.}, 
873-882 
RMS1 
role in shoot branching (Sorefan et al.), 
1469-1474 





RNA 
aptamer 
control of gene expression by lysine 
binding (Sudarsan et al.), 2688- 
2697 
interference 
biochemical analysis of silencing in 
plants (Tang et al.}, 49-63 
identification of mutator genes in C. 
elegans (Pothof et al.), 443-448 
role of Exportin-5 in nuclear export 
of miRNAs and shRNAs (Yi et 
al.), 3011-3018 
siRNAs functioning as miRNAs 
(Doench et al.), 438-442 
suppression of Ski in mice (Shi- 
nagawa and Ishii), 1340-1345 
maturase 
structure and function of I-Anil (Bel- 
fort), 2860-2863 Perspective; 
(Bolduc et al.), 2875-2888 
polymerase 
disruption of Q-mediated antitermi- 
nation (Santangelo et al.), 1281- 
1292 
interaction of o and the a CTD (Ross 
et al.), 1293-1307 
pausing of o factors at promoter-dis- 
tal locations {Mooney and Land- 
ick), 2839-2851 
polymerase I 
regulation of transcription (Grummt 
et al.), 1691-1702 Review 
polymerase II 
competition of CTD with PIE-1 for 
CycT1 binding (Zhang et al.| 
748-758 
interaction of transcription and 3’ 
end cleavage machineries (He et 
al.), 1030-1042 
link between transcription and poly- 
adenylation (Calvo and Man- 
ley), 1321-1327 Review 
regulation by Pinl (Xu et al.), 2765 
2776 
role 
in RNR3 promoter remodeling 
(Sharma et al.), 502-515 
of 
8-globin LCR in transcription 
elongation (Sawado et al.), 
1009-1018 
CTD phosphorylation in his- 
tone H3 methylation (Xiao et 
al.), 654-663 
polymerase III 
specialized transcription initiation 
complexes (Hochheimer and 
Tjian), 1309-1320 Review 
processing 
alternative trans-splicing of lola 
(Horiuchi et al.), 2496-2501 
ELAV inhibition of 3’-end process- 
ing (Soller and White), 2526- 
2538 
interaction of transcription and 3’ 


end cleavage machineries (He et 
al.), 1030-1042 
role of 
pre-mRNA splicing in human dis- 
ease (Faustino et al.), 419-437 
Review 
PWI motif in 3’ end formation 
(Szymezyna et al.}, 461-475 
RNAi 
See RNA interterence 
RNase E 
regulation of mRNA degradation in 
E. coli (Carpousis), 2351-2355 
Perspective; (Massé), 2374-2383 
RNR3 
role of transcription factors in pro- 
moter remodeling (Sharma et 
al.), 502-515 
roX genes 
local MSL spreading on Drosophila X 
chromosome (Oh et al.), 1334- 
339 
Rsl 
See Regulator of sex limitation 
Runx proteins 
transcriptional activation and repres- 
sion (Canon and Banerjee), 838 
843 
Runx2 
attenuation by STATI (Kim et al.), 
1979- 199] 
RXR signaling 
See Retinoid X receptor signaling 
RyhB 
regulation of mRNA degradation in 
E. coli (Carpousis), 2351-2355 


Perspective; (Massé), 2374-2383 


S 


S6K 

Rheb stimulation of phosphorylation 

(Inoki et al.}, 1829-1834 
Saccharomyces cerevisiae 

DNA affinity and ORC function in 
heterochromatin (Palacios De- 
Beer et al.), 1817-1822 

Fkh2p recruitment of Nddlp for CLB 
cluster gene activation (Rey- 
nolds et al.), 1789-1802 

function of Ku at telomeres and DNA 
breaks (Bertuch and Lundblad), 
2347-2350 Perspective; (Stell- 
wagen et al.), 2384-2395 

Hrr25p regulation of calcineurin sig- 
naling (Kafadar et al.), 2698- 
2708 

interaction of transcription and 3’ end 
cleavage machineries (He et al.), 
1030-1042 

kinetochore assembly from multiple 
subcomplexes (De Wulf et al.), 
2902-2921 

maintenance of chromosome integrity 
(Huang and Koshland), 1741- 
1754 


negative regulation of GCN2 by TOR 
(Cherkasova and Hinnebusch} 
859-872 
prion function of PrB (Roberts and 
Wickner), 2083-2087 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
role of 
Cdc28, Ime2, and Ndt80 in meiosis 
(Benjamin et al.), 1524-1539 
DNA polymerase ¢ in thymine gly- 
col replication bypass (Johnson 
et al.}, 
E(Pc) in chromatin acetylation (Bou 
dreault et al.), 1415-1428 
GINS complex in DNA replication 
(Takayama et al.}, 1153-1165 


so = 


fe} 


proteolysis in mating-type switch 
ing (Voth and Stillman}, 2201 
2204 Perspective; (Laney and 
Hochstrasser), 2259-2270 
pseudoknot in telomerase RNA func- 
tion (Tzfati et al.), 1779-1788 
Thglp in tRNA maturation (Gu et 
al.), 2889-2901 
Ubp8 in deubiquitylation of histone 
H2B (Henry et al.), 2648-2663; 
(Zhang), 2733-2740 Perspective 
SAGA 
role 
in RNR3_ promoter remodeling 
(Sharma et al.), 5|02—515 
of Ubp8 in deubiquitylation of his 
tone H2B (Henry et al.), 2648 
2663; (Zhang), 2733—2740 Per- 
spective 
transcriptional regulation through his- 
tone ubiquitination and deubig- 
uitination (Zhang), 2733-2740 
Perspective 
SATB2 modification by SUMO (Dobreva 
et al.}, 3048-3061 
Sav 
interaction with dMST (Jia et al.) 
2514-2519 
SCARECROW 
role in stem cell maintenance in Ara- 
bidopsis (Sabatini et al.), 354 
358 
SCF® TRCP 
role in Chkl-mediated degradation of 
Cdc25A (Jin et al.), 3062-3074 
Schizosaccharomyces pombe 
early-replication of heterochromatin 
(Kim et al.), 330-335 
role of Plol and Cut12 in mitotic com- 
mitment (Maclver et al.), 1507 
1523 
Schwann cells 
gene expression during myelination 
(Verheijen et al.), 2450-2464 
role of Brn-2 and Oct-6 in development 
(Jaegle et al.), 1380-1391 
SCL 
role 
in vascular and hematopoietic de- 
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velopment (Ema et al.), 380- 
393 
of translational control in hemato- 
poiesis (Calkhoven et al.}, 959- 
964 
Sea urchin 
species-specific egg sperm bindin re- 
ceptor (Kamei and Glabe), 2502- 
2507 
Segmentation 
role of 
ephrins (Palmer and Klein), 1429- 
1450 Review 
Hes7 in somitogenesis (Bessho et al.}, 
1451-1456 
Senescence 
effect of 
Brcal mutation in mice (Cao et al.}, 
201—213 
Myc-mediated WRN up-regulation 
(Grandori et al.), 1569-1574 
structure of C. elegans INS-6 (Hua et 
al.), 826-831 
Senseless 
role in sensory organ precursor selection 
(Jafar-Nejad et al.), 2966-2978 
Serrate 
control of Drosophila hematopoiesis 
(Lebestky et al.), 348-353 
Set] 
association with HCF-1 (Wysocka et 
al.), 896-911 
Set2 
interaction with RNA Pol II CTD and 
histone methylation (Xiao et 
al.), 654-663 
Sex determination 
role of PDGFR-ea (Brennan et al.), 800- 
810 
structure and function of XOL-1 (Luz 
et al.), 977-990 
Sex-limited protein 
regulation by Rs] (Waxman and Cel- 
enza), 2607-2613 Perspective; 
(Krebs et al.), 2664-2674 
SHARP 
structure and function of SPOC do- 
main (Ariyoshi and Schwabe}, 
1909-1920 
shi/dynamin 
synergy with awd during tracheal de- 
velopment (Dammai et l.), 
2812-2824 
Shoot branching 
role of MAX4 and RMS1 (Sorefan et 
al.), 1469-1474 
sigma; tactors 
pausing at promoter-distal locations 
(Mooney and Landick), 2839- 
2851 
Signalosome 
regulation of ribonucleotide reductase 
(Liu et al.), 1130-1140 
Sin3 
association with HCF-1 (Wysocka et 
al.), 896-911 
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role of complex in centromere func- 
tion (David et al.), 2396-2405 
Sir complex 
role in Candida glabrata virulence 
gene silencing (De Las Penas et 
al.), 2245-2258 
Sir2 
role in rDNA silencing (Huang and 
Moazed), 2162-2176 
siRNAs 
See Small interfering RNAs 
Six3 
role in vertebrate forebrain develop- 
ment (Lagutin et al.), 368- 
379 
Ski 
RNA interference-mediated suppres- 
sion in mice (Shinagawa and 
Ishii), 1340-1345 
Skin 
impaired development in Aktl- and 
Akt2-deficient mice (Peng et 
al.), 1352-1365 
pigmentation mutations in mice 
(Fitch et al.), 214-228 
role of 
GATA-3 in lineage determination 
(Kaufman et al.), 2108-2122 
Wnt signaling in stem cell activa- 
iion (Alonso and Fuchs), 1189- 
1200 Review 


cancer 
repair of thymine dimer by human 
excision nuclease (Reardon and 
Sancar), 2539-2551 
SKN-1 


role in oxidative stress response (An 
and Blackwell), 1882-1893 


Sld3 
role in budding yeast DNA replication 
(Takayama et al.), 1153-1165 
Sld5 
identification of Xenopus homolog 
(Kubota et al.), 1141-1152 
role in budding yeast DNA replication 
(Takayama et al.), 1153-1165 
Slp 
See Sex-limited protein 
Slx] 
as structure-specific endonuclease sub- 
unit (Fricke and Brill), 1768- 
1778 
Slx4 
as structure-specific endonuclease sub- 
unit (Fricke and Brill), 1768- 
1778 
Sm proteins 
unique U7 snRNP core structure (Pil- 
lai et al.), 2321-2333 
Smad family 
interaction with Ecsit (Xiao et al.), 
2933-2949 
phosphorylation of Smad1 in neural 
induction (Massagué) 2993-2997 


Perspective; (Pera et al.), 3923- 
3028 
Smad2 
role in mouse organizer patterning 
(Vincent et al.), 1646-1662 
Small interfering RNAs 
role in RNA silencing in plants (Tang 
et al.), 49-63 
functioning as miRNAs (Doench et 
al.), 438-442 
Smoothened 
mechanism of signaling (Jia et all.), 
2709-2720 
regulation (Zhu et al.}, 1240-1252 
Somite 
epaxial expression of Myf5 in Shh null 
embryos (Teboul et al.}, 2870- 
2874 
Somitogenesis 
role of 
lunatic fringe (Serth et al.), 912-925 
Hes7 (Bessho et al.), 1451-1456 
epaxial Myf5 expression in null em- 
bryos (Teboul et al.), 2870- 
2874 
Sonic hedgehog 
role of Fox proteins in regulation of 
Tbx1 (Yamagishi et al.), 269- 
281 
regulation by JNK during optic fissure 
closure (Weston et al.), 1271- 
1280 
activation of Gli2 and hair follicle de- 
velopment (Mill et al.), 282- 
294 
Sordaria macrospora 
downstream effects of meiotic double- 
strand breaks (Storlazzi et al.), 
2675-2687 
SOS response 
ClpXP recognition of LexA fragments 
(Neher et al.}, 1084-1089 
SOX2 
function in early embryogenesis (Avil- 
ion et al.), 126-140 
structure of complex with Oct4 and 
DNA (Remén yi et al.), 2048- 
2059 
Sox9 
role in glial specification (Stolt et al.), 
1677-1689 
Spd 
degradation and ribonucleotide reduc- 
tase regulation (Liu et al.), 
1130-1140 
Spen proteins 
structure and function of SPOC do- 
main (Ariyoshi and Schwabe}, 
1909-1920 
Sperm 
role in oocyte maturation (Kuwabara), 
155-161 Perspective; (Miller et 
al.), 187-200 
Spermatogenesis 
role of cannonball (Hochheimer and 
Tjian), 1309-1320 Review 





Spermiogenesis 
role of TRF2 (Hochheimer and Tjian), 
1309-1320 Review 
Spindle checkpoint 
requirement for cdk activity (D’Angio- 
lella et al.), 2520-2525 
role of Ndc80 in kinetochore assembly 
(McCleland et al.), 101-114 
Spindle pole 
role of 
ch-TOG in organization (Gergely et 
al.), 336-341 
CSF in oocytes (Tunquist and 
Maller), 683-710 Review 
Plol and Cut12 in mitotic commit- 
ment (Maclver et al.), 1507- 
1523 
Splicing 
role in human disease (Faustino et al.}, 
419-437 Review 
structure of Mago-Y14 complex (Shi 
and Xu), 971-976 
ELAV inhibition of 3’-end processing 
(Soller and White}, 2526-2538 
Spollp 
role in downstream effects of meiotic 
double-strand breaks (Storlazzi 
et al.), 2675-2687 
Spo76/Pds5p 
role in downstream effects of meiotic 
double-strand breaks (Storlazzi 
et al.), 2675-2687 
SPOC domain 
structure and function (Ariyoshi and 
Schwabe}, 1909-1920 
SpoOA 
master regulator of sporulation (Fujita 
and Losick), 1166-1174 
Sporulation 
master regulatox in Bacillus subtilis 
(Fujita and Losick), 1166-1174 
Ssu72 
role in 3’ end processing (He et al.) 
1030-1042 
STATI 
role as Runx2 attenuator (Kim et al.), 
1979-199] 
nuclear accumulation (Meyer et al.}, 
1992-2005 
STAT3 
role in enhanceosome assembly (Ler- 
ner et al.), 2564-2577 
Stem cells 
activation in skin (Alonso and Fuchs), 
1189-1200 Review 
endothelial cell fate determination 
(Kubo and Alitalo), 322-329 Per- 
spective 
initiation of leukemias in response to 
MLL (Cozzio et al.}, 3029-3035 
role of 
GPRI105 in hematopoiesis (Lee et 
al.), 1592-1604 
Sox9 in glial specification (Stolt et 
al.), 1677-1689 
transcription profiling of human mam- 


mary progenitors (Dontu et al.}, 
1253-1270 
use in cardiac repair (Olson and 
Schneider), 1937-1956 Review 
Steroid hormone 
proplatelet formation by autocrine es- 
tradiol (Nagata et al.), 2864- 
2869 
Streptomyces 
aerial hyphae formation (Claessen et 
al.), 1714-1726 
role of chaplin proteins (Elliot et al.), 
1727-1740 
telomere-binding proteins (Bao and 
Cohen), 774-785 
Stress response 
redox regulation of HSFl (Ahn and 
Thiele), 516-528 
role of SKN-1 (An and Blackwell), 
1882-1893 
Su(var}3-9 
regulation of developmentally coex- 
pressed genes (Greil et al.), 
2825-2838 
Sub] 
interaction with Ptal (He et al.), 1030- 
1042 
SUMO 
modification of SATB2 (Dobreva et 
al.), 3048-3061 
SWI/SNF 
chromatin remodeling of RNR3 pro- 
moter (Sharma et al.), 502-515 
recruitment to hsp70 in vivo (Corey et 
al.), 1392-1401 
Synapse 
dendritic mRNA transport (Huang et 
al.), 638-653 
role of ephrins in plasticity (Palmer 
and Klein), 1429-1450 Review 
mechanisms of disassembly (Eaton 
and Davis), 2075-2082 Review 
Synoviolin/Hrd1 
role in arthropathy {Amano et al.}, 
2436-2449 


- 


T cells 
role of caspase 8 in activation (Newton 
and Strasser), 819-825 Review 
effects of caspase 8 deletion (Salmena 
et al.), 883-895 
TACC3 
role in spindle pole organization in hu- 
man cells (Gergely et al.), 336- 
341 
TAFs 
See TBP-associated factors 
TALI 
role in vascular and hematopoietic de- 
velopment (Ema et al.}, 380-393 
Tankyrase | 
regulation of telomere elongation 
(Chang et al.), 1328-1333 


Tap 
role in translation of unspliced mRNA 
(Jin et al.), 3075-3086 
See also 
Telomere-associated protein 
TAP42 
role in negative regulation of GCN2 by 
TOR (Cherkasova and Hin- 
nebusch), 859-872 
Tazl 
role in stable inheritance of telomere 
chromatin structure (Sadaie et 
al.), 2271-2282 
T-box factors 
functions of TPIT and effects of muta- 
tions (Keegan and Campbell) 
677-682 Perspective 
role of Tpit in pituitary cell differen- 
tiation (Pulichino et al.) 738 
747 
TPIT mutations and ACTH deficiency 
(Pulichino et al.), 711-716 
TBP-associated factors 
role in RNR3 promoter remodeling 
(Sharma et al.), 502-515 
specialized transcription initiation 
complexes (Hochheimer and 
Tjian), 1309-1320 Review 
Tbx1 
role of Fox proteins in Shh regulation 
(Yamagishi et al.), 269-281 
Tbx19 
functions and effects of mutations 
(Keegan and Campbell), 677 
682 Perspective 
mutations and ACTH deficiency (Pu- 
lichino et al.), 711-716 
role in pituitary cell differentiation 
{Pulichino et al.) 738-747 
Tell 
binding to double-strand breaks (Na- 
kada et al.), 1957-1962 
Telomerase 
dimerization of human RNA (Ly et 
al.), 1078-1083 
importance of pseudoknot for yeast 
RNA function (Tzfati et al.), 
1779-1788 
interaction of RNA and Ku (Bertuch 
and Lundblad), 2347-2350 Per- 
spective; (Stellwagen et al.), 
2384-2395 
mammalian boundary definition (Chen 
and Greider), 2747-2752 
role of activation in tumor cell metas- 
tasis (Chang et al.), 88-100 
Telomere 
function of Ku (Bertuch and Lundblad), 
2347-2350 Perspective; (Stell- 
wagen et al.), 2384-2395 
recruitment of Streptomyces terminal 
protein (Bao and Cohen), 774- 
785 
replication timing in S. pombe (Kim et 
al.), 330-335 
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role in tumor cell metastasis (Chang et 
al.), 88-100 
stable inheritance of chromatin struc- 
ture (Sadaie et al.), 2271-2282 
ubiquitin-mediated degradation — of 
TRF1 (Chang et al.), 1328-1333 
Telomere-associated protein 
recruitment of terminal protein to 
Streptomyces chromosomes (Bao 
and Cohen), 774-785 
Terminal protein 
recruitment to Streptomyces chromo- 
somes (Bao and Cohen), 774-785 
Testis 
role of PDGFR-a in organogenesis 
(Brennan et al.}, 800-810 
TFUD 
link between transcription and poly- 
adenylation (Calvo and Man- 
ley), 1321-1327 Review 
Thglp 
role in tRNA maturation (Gu et al.), 
2889-2901 
Thymine dimer 
repair by human excision nuclease 
(Reardon and Sancar), 2539- 
255] 
Thymine glycol 
role of DNA polymerase ¢ in replica- 
tion bypass (Johnson et al.), 77- 
87 
TIF32 
40S ribosome binding (ValaSek et al.), 
786-799 
TLK 
See Tousled-like kinase 
TMEFFI1 
See Tomoregulin-1 
Tob 
deletion and predisposition to cancer 
(Yoshida et al.), 1201-1206 
Toll 
role of Ecsit in signaling (Moustakas 
and Heldin), 2855-2859 Per- 
spective; (Xiao et al.), 2933- 
2949 
Tomoregulin-1 
binding to nodal coreceptor Cripto 
(Harms and Chang}, 2624-2629 
Tousled-like kinase 
role in chromatin assembly (Carrera et 
al.), 2578-2590 
TPIT 
functions and effects of mutations 
(Keegan and Campbell), 677- 
682 Perspective 
mutations and ACTH deficiency (Pu- 
lichino et al.), 711-716 
role in pituitary cell differentiation 
(Pulichino et al.) 738-747 
Trachea 
role of awd in development (Dammai 
et al.), 2812-2824 
Transcription 
action of Q on RNA polymerase (San- 
tangelo et al.), 1281-1292 
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activation and repression by Dro- 
sophila Runx proteins (Canon 
and Banerjee), 838-843 
association with 3’ end processing in 
yeast (He et al.), 1030-1042 
chromatin profiling of dMax network 
proteins (Orian et al.), 1101- 
1114 
control of gene expression by lysine- 
dependent riboswitches (Sudar- 
san et al.), 2688-2697 
higher-order structure of MMTV pro- 
moters (Georgel et al.), 1617- 
1629 
Hrr25p regulation of calcineurin sig- 
naling (Kafadar et al.), 2698- 
2708 
hsp70_ promoter-proximal pausing 
caused by NELF and DSIF (Wu 
et al.), 1402-1414 
induction of recombination by replica- 
tion fork collision in rDNA 
(Takeuchi et al.), 1497-1506 
interaction of o and the RNAP « sub- 
unit CTD (Ross et al.), 1293- 
1307 
link with polyadenylation (Calvo and 
Manley), 1321-1327 Review 
pausing of o factors at promoter-distal 
locations (Mooney and Land- 
ick), 2839-2851 
recruitment of 
N4 RNAPII by © single-stranded 
DNA-binding protein (Carter et 
al.), 2334-2345 
SWI/SNF to hsp70 in vivo (Corey et 
al.), 1392-1401 
regulation 
by calcium, calcineurin, and NFAT 
(Hogan et al.), 2205-2232 Re- 
view 
of 
RNA polymerase I (Grummt et 
al.), 1691-1702 Review 
RNAP II by Pin] (Xu et al.), 2765- 
2776 
through histone ubiquitination and 
deubiquitination (Zhang), 2733- 
2740 Perspective 
repression by Spen proteins (Ariyoshi 
and Schwabe}, 1909-1920 
role of 
B-globin LCR in elongation (Sawado 
et al.), 1009-1018 
Osa in enhancer-promoter commu- 
nication (Heitzler et al.), 591- 
596 
promoter structure in phosphoryla- 
tion of histone H3 (Labrador and 
Corces), 43-48 
Senseless in sensory organ precursor 
selection (Jafar-Nejad et al.), 
2966-2978 
Ubp8 in deubiquitylation of histone 


H2B (Henry et al.), 2648- 
2663 
specialized initiation complexes 
(Hochheimer and Tjian), 1309- 
1320 Review 
Transcription factors 

chromatin profiling of dMax network 
proteins (Orian et al.), 1101- 
1114 

dimerization of CLOCK and BMALI 
(Kondratov et al.}, 1921-1932 

human c-Myc genomic targets (Fern- 
andez et al.), 1115-1129 

nuclear accumulation of Stat] (Meyer 
et al.), 1992-2005 

regulation of 

Drosophila insulin signaling by 

FOXO (Puig et al.), 2006-2020 

angiogenesis by Net (Zheng et al.), 
2283-2297 


role 


in 
RNR3 promoter remodeling (Sharma 
et al.}, 502-515 
maintenance of chromosome in- 
tegrity (Huang and Koshland}, 
1741-1754 
of 
STATI as Runx2 attenuator (Kim 
et al.), 1979-199] 
Thglp in maturation (Gu et al.), 
2889-2901 
structural analysis of NtrCl (Lee et 
al.), 2552-2563 
Transfer RNA 
processing and transport (Hopper and 
Phizicky), 162-180 Review 
Transforming growth factor B 
binding of nodal inhibitor 
TMEFF1 to coreceptor Cripto 
(Harms and Chang), 2624- 
2629 
role of 
daf-28 in DAF-2 signaling (Li et al.), 
844-858 
Ecsit in signaling (Xiao et al.), 2933- 
2949 
EGF-CFC proteins in signaling 
(Cheng et al.), 31-36 
Translation 
association of 40S subunit with elFs 
(Valasek et al.), 786-799 
negative regulation of GCN2 by TOR 
(Cherkasova and Hinnebusch}, 
859-872 
position of eIF1 on 40S ribosomal sub- 
unit (Lomakin et al.), 2786- 
2797 
regulation of hematopoiesis (Calk- 
hoven et al.), 959-964 
repression by siRNAs functioning as 
miRNAs (Doench et al.), 438- 
442 
ribosome assembly on the Cricket pa- 
ralysis virus IRES (Pestova and 
Hellen), 181-186 





role of 
CPEB phosphorylation during meio- 
sis (Tay et al.), 1457-1462 
tap and NXT (Jin et al.), 3075-3086 
Translesion DNA synthesis 
Polk mechanism of mispaired termini 
extension (Wolfle et al.), 2191- 
2199 
regulation by checkpoint activation 
(Kai and Wang), 64-76 
role of DNA polymerase ¢ in thymine 
glycol replication bypass (Johnson 
et al.), 77-87 
TRF 
ubiquitin-mediated degradation (Chang 
et al.), 1328-1333 
TRF2 
role in spermiogenesis (Hochheimer 
and Tjian), 1309-1320 Review 
tRNA 
See Transfer RNA 
Fse2 
Rheb GTPase as target (Inoki et al.}, 
1829-1834 
Tsix 
modulation of sense transcription 
across Xist (Nesterova et al.), 
2177-2190 
Tuberous sclerosis complex 
GAP activity (Inoki et al.}, 1829-1834 
Tumor suppressor 
role of dMST (Jia et al.), 2514-2519 
Tumorigenesis 
BID suppression of myeloid leukemo- 
genesis (Zinkel et al.), 229-239 
effects of 
Brcal mutation in mice (Cao et al.}, 
201-213 
NF2 deficiency (Lallemande et al.), 
1090-1100 
p38 deregulation (Brancho et all.), 
1969-1978 
ephrins (Palmer and Klein), 1429- 
1450 Review 


U 


Ubiquitin 
RAGI function as E3 ligase (Yurch- 
enko et al.), 581-585 
regulation of 
ribonucleotide reductase (Liu et al.), 
1130-1140 
TRF1 (Chang et al.), 1328-1333 
SCF®-TRCP in Chkl-mediated degra- 
dation of Cdc25A (Jin et al.), 
3062-3074 
stabilization of XPC by mHR23 and 
DNA damage (Ng et al.), 1630- 
1645 
Synoviolin/Hrd1 as E3 ligase (Amano 
et al.), 2436-2449 
UBP43 
role in type I interferon signaling 
(Malakhova et al.), 455-460 


Ubp8s 
role in deubiquitylation of histone 
H2B (Henry et al.), 2648-2663; 
(Zhang), 2733-2740 Perspective 
UNC-37 
role in C. elegans chemosensory neu- 
ron patterning (Chang et al.), 
2123-2137 


V 


V(D)J recombination 
RAGI function as E3 ligase (Yurch- 
enko et al.), 581-585 
role of Pax5 (Hesslein et al.), 37-42 
VAB-1 
regulation of C. elegans oocyte matu- 
ration (Miller et al.), 187-200 
Vasculogenesis 
endothelial cell fate determination 
(Kubo and Alitalo), 322-329 Per- 
spective 
in vivo role of PDGF (Lindblom et al.}, 
1835-1840 
regulation of Akt by RhoB (Adni et al.}, 
2721-2732 
role of 
Flk1 and Tall (Ema et al.}, 380-393 
ephrins (Palmer and Klein), 1429- 
1450 Review 
VEGF 
defective response in plcg1-deficient 
zebrafish embryos (Lawson et 
al.), 1346-1351 
regulation by Net (Zheng et al.), 2283- 
2297 
role in endothelial cell fate (Ema et 
al.), 380-393 
Vgl 


role of EGF-CFC proteins as corecep- 
tor (Cheng et al.), 31-36 
Virulence 
gene silencing in Candida glabrata 
(De Las Penas et al.), 2245-2258 


VP16 
interaction with HCF-1 (Wysocka et 
al.), 896-911 
Vulva 
role of HLH-2 during AC/VU decision 
(Karp and Greenwald), 3100- 
3111 


Ww 


WAVE-1 
role in neuronal signaling (Carnegie 
and Scott), 1557-1568 Review 
Werner syndrome 
Myc-mediated up-regulation of WRN 
(Grandori et al.}, 1569-1574 
Wnt signaling 
coactivation of Rac and Rho (Habas et 
al.), 295-309 
crystal structure of §-catenin—Axin 
complex (Xing et al.), 2753- 
2764 


establishment and maintenance of the 
AER (Barrow et al.), 394—409 
regulation of POP-1 by acetylation 
(Gay et al.), 717-722 
repression by Six3 during vertebrate 
forebrain development (Lagutin 
et al.), 368-379 
role 
in 
AER formation (Soshnikova et 
al.}, 1963-1968 
embryonic heart development 
{Olson and Schneider}, 1937- 
1956 Review 
head muscle formation (Tzahor et 
al.}, 3087-3099 
intestinal homeostasis (Pinto et 
al.), 1709-1713 
skin stem cell activation (Alonso 
and Fuchs), 1189-1200 Review 
ot 
Dkk1 and noggin in mammalian 
head induction (del Barco Bar- 
rantes et al.), 2239-2244 
GATA-3 in skin cell lineage deter- 
mination (Kaufman et al.), 2108— 
2122 
PKCy in Xenopus gastrulation (Ki- 
noshita et al.), 1663-1676 
tumor independence through p53 loss 
(Gunther et al.), 488-501 
Wound healing 
regulation of angiogenesis by Net 
(Zheng et al.), 2283-2297 
WRN 
prevention of senescence by Myc-me- 
diated up-regulation (Grandori 
et al.), 1569-1574 
Wts 
interaction with dMST (Jia et al.), 
2514-2519 


X 


X chromosome inactivation 
modulation of sense transcription 
across Xist (Nesterova et al.}, 
2177-2190 
Xenopus 
role of 
Ndc80 in kinetochore assembly 
(McCleland et al.), 101-114 
PKCy in gastrulation (Kinoshita et 
al.), 1663-1676 
Xeroderma pigmentosum 
group C_ protein stabilization by 
mHR23 and DNA damage (Ng 
et al.), 1630-1645 
repair of thymine dimer by human ex- 
cision nuclease (Reardon and 
Sancar), 2539-2551 
Xist 
modulation of sense transcription 
(Nesterova et al.), 2177-2190 
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XMAP215 
role in spindle pole organization in hu- 


man cells (Gergely et al.}, 336- 
341 
XOL-1 
structure and classification as GHMP 
kinase (Luz et al.), 977-990 
XPC protein 
See Xeroderma pigmentosum group C 
protein 
Xrs2 
role in Tell binding to double-strand 
breaks (Nakada et al.), 1957- 
1962 
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Y 


Y14 
structure of complex with Mago (Shi 
and Xu}, 971-976 
Y-family DNA polymerases 
exclusion from base excision repair 
(Haracska et al.), 2777-2786 
VY 
recruitment of PRMT1 (Rezai-Zadeh 
et al.), 1019-1029 
Z 
Zebrafish 
Notch regulation of Nodal expression 
(Raya et al.), 1213-1218 


role of plcg1 in artery development 
(Lawson et al.), 1346-1351 
Zeste 
regulation of Polycomb group com- 


plexes (Mulholland et  al.), 
2741-2746 


Zinc proteases 
properties and functions of ADAMs 
family (Seals and Courtneidge), 
7-30 Review 
Zw5 
interaction with BEAF (Blanton et al.), 
664-675 








